
  
 
 
 

 
N the relatively short history of the q-bio conference, some approaches to the quantitative exploration of 
biological systems have become conventional.  These approaches have been productive, but this seems like a 

good time to ask if we are missing things.  Where would we like to be after another decade?  At the risk of being 
heckled, I’ll try to answer this question.  It’s an after dinner talk, so don’t expect too much. 
 

 
  

Are we asking the right questions? 
William Bialek 
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